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ITZNARAEMERNRNEENESIRE. FIB PCRYEBRALREE
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TEREMR
IRZNHHREDERAREERRTR

B

Spectrum

Maxwell® DNA Extraction GoTag® G2 Hot Start ProDye™ Sanger Compact CE SmartGene Web
Instruments and Kits Amplification System Sequencing System s P Application
ystem
1. MEVEETREREFANTRAN
PR iR B iE)
i, # B Maxwell® Instrument 1 Maxwell® RSC Blood DNA Kit Mikfk | Fighi2: 30~60 78
DNA %
EFY R EFE AP XA E DNA BT {UERIE: 40 24D
PCR "1 {# M GoTag® G2 Hot Start master mix i##4T PCR # 1& 100 7>
PCR 4k, &8 ReliaPrep™ DNA Clean-up #4745k 10 ¢
. . LIRETIE): 5 e
S &= R {3 ProDye™ Sequencing System #17illl % & M

RABIRETE): 120 74P
B R R 4R ZBZUE. ReliaPrep"HEMBA T E 45~90 73§
LIBETE): 5P
IXZRIRIE: 60 %P

CE Spectrum Compact CE System

¥ .abl XS ANE SmartGene Web App R HBIREG R

BIE—HEFD Proofreader TE®; #&E. 85, REHRE—BMHENFT 5~10 4P
BRSEHIRE 1£ SmartGene Web App $HJ483% Centroids SE#4RE (MBFE, | 2-4 0§, NEEZRIHFRE
TRINEAMEIEE) PRREEN—BIEFT BEESISS
MHEMGEE
DNA 4fifl,

&5 Maxwell® RSC 48 Instrument ( B&5# AS8500) #1 Maxwell® RSC Blood DNA Kit ( BRS# AS1400) ,
MR A E A HIRE TR A KB EE D4 DNA, Maxwell® RSC 48 Instrument 2—MNBF B &b B 4L
WHEERFYE, tJENLIE 48 MR, FERTERIKFISMMBZENSE, Maxwell® RSC FI2E DNA 27—
FOIEWN AL, BESAEXGUARNFEEESRMLAEID Y 2 REXMiL (promega.com) ,

EREE

ZHRDAERANSI MR AREES M EHRT 4 ANFERE, UEBE 16S £KERE , NME#EH SmartGene

Bacteria Web App B L& KL U FIEE EREST

ZARBYFAT Spectrum Compact CE System §§ 4 NEMAENEE, BIRHEFHERX— N TENER,
ERZAE, —RBTULEZIA 8 MEm, TFAP T,
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WHITE PAPER

RIBSEEKR, BRI 16S BIEF~ K ({187 500bp (V1-V3) ) 5 16S HEEMWE M T T XEETE, 18
TES 16S BEENE, TESEMHESNBEREREM 4 R 3 2% (—REANE, —rRENE) , AESE
2, BRTEMHEINGETRA, BESEEIESE CLSIMMI8 (£R) 2 PifMNfEERMEE,

BT ER AR (A V1-V4, KEL 791bp; B.V5-V9, KEL 726bp) , HIEEIK 16S rRNA ZERR (B

2, A) , f#H GoTag® G2 Hot Start Master Mix ( BRS# M7432) fATF 16S rRNA ERBEHS|Y, #HiTi 18
(B2, B) ., {#F ReliaPrep™ DNA Clean-up and Concentration System (B RES# A2892) , X 1% K& R 748
1, {£H QuantiFluor™ ONE dsDNA System (B &S# E4871) #1 Quantus™ Fluorometer ( B&S# E6150) XJ4:

WFEMEE, HREEESTNEREEBREE 20ng/ul, PCR #EMIREMEBITERHSNE 1,

. Conserved Region Variable Region ~ mm) Forward Primer  ¢== Reverse Primer

V5-V9 ~726bp

I e Wl el B v
>

v

V1-V9 ~1508bp

3194 A:
16S_A_FWD: 5’-cgccagggttttcccagtcacgacAGAGTTTGATCMTGGCTCAG-3
16S_A_REV: 5'-caggaaacagctatgacTACCAGGGTATCTAATCC-3

S|¥14H B:
16S_B_FWD: 5’-cgccagggttttcccagtcacgacGGATTAGATACCCTGGTA-3
16S_B_REV: 5'-caggaaacagctatgacCGGTTACCTTGTTACGACTT-3’

M13 IR F5:

M13_F: 5’-cgccagggttttcccagtcacgac-3’
M13_R: 5’-caggaaacagctatgac-3’

2. 16S rIRNA EF T REFAFBFEKESHNFE AL
(A) Fig7F AN BEEGANRE LHTNE, EMRBAEENNRE,
(B) 1M AW LR, EREER M13 BIImME.

% 1. PCR MR E
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%] SRENAZE (W) FB TEHE RE. BiE
GoTag® G2 Hot Start Colorless Master 125 GoTaq® Activation 1 95C. 2 %h
Mix :

=T 95°C. 15
Em@3S4 (10uM) 0.5

BX 35 55°C. 15
RES4# (10uM) 0.5

1 72°C. 60
A DNA #24R (1~20ng/ul) 1

wET1g 1 72°C. 5%
AEZBREGAK 10.5
23t 25ul

FH ProDye Sanger Sequencing System #H{TREHNE:

& ProDye™ Terminator Sequencing System (B ®S# CR4302) , FIA M13 @AM FESI¥Xf 20ng 14 F
AFIB (BE2, A) HTEERMR@YE (B2, B) ,

BTN FRMFERIZEEN PCRIZITRGESIE 2,

HTEHRN RS, WRiE ProDye™ Terminator Sequencing System B3+ (TM672) , RMAETMARBIZEEN
R, TR AgL, B, TIE 1L.5mI MEBELEEHTZENIRAWL (PA716) , SETTHTEMAK
F3%, FIan{E A Wizard® MagneSil® Sequencing Reaction Clean-Up System ( B & S# A1831) #1741k (PA747) ,
MR A2 IEETE), LB K.

x 2. AN FRNIRE

W SRREAE (W) TR BEHH RE. B
ProDye™ 2.5X Master Mix 4 = 1 96°C. 143%h
5X R R4 HiR 2 Tt 96°C., 10 %
IEMEE5ER M13 314 (10uM) 0.5 BX 25 50C, 5%
REREREH K 12.5 31 60°C. 4 74P
&4 DNA (20ng/ul) 1 1R 1 4°C
2t 20p!

FIF Spectrum Compact CE System BT EME BIXKMI T 4T

BapinFERNEST HI-DI™ BEFR (Applied Biosystems™, BRS# 4311320) 1, HH# Spectrum
Compact CE &% (Cat.# CE1304) T EMESBXN.

£ Spectrum Compact ti#fT Sanger P, #RAOILIEHLE (30 4P ) TRk (60 2fh) EXTiET, EiZ
BT, tRENFESTEXTUREFRENNaES, FEEGaR2E (B 3) . "TR—X CE ##EKE,
—4H NN R R R SO TT S BNTE (Y AR D HTEUR AT, MBESWEERE, RiTEEN . FIRAERED
hEE, BMERESLREHRESRHITEEAT.

Spectrum Compact CE System T[4k .abl &L 89 F3X 4., TI7E ProView™ Sequencing Software {7415
MEpREFE, SFBRKXKEMESER (B CRL, QV20+) |
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Sequence Length (bp)
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B & = g W g e & E g 9 me P o= gy 8o | 9 e gy W

s ~ s 3R =i s 3|8 ~ s 2|3 ~ S

o 1% o 1% o 1% o 1%

Forward Reverse Forward Reverse
Primer Set A Primer Set B

3. MFERMMBEERIR. CRL (EEERKE) BE 2L MRENBNEON, FHREEXATFHET 20 NEEK

REEERS, QV20+ RRBNFIHEEEATHEFT 20 WEESH. FHEHRERE (n=3) .

SmartGene® Web Application BIZUE S THIR S EK

B SRifERA SmartGene® Bacteria Web App T HIER4F R 16S RN THE, W7 AMBHHEESE (IERME

MFEER) £R—MELN—EFS, NMRTRETEREN 16S rRNA ZEEFI.

SmartGene® Bacteria Web App BHIEMHEN TR ETYMARNBHEE, SNBLITELER. SmartGene

THESZFIEEECSSR 16000 ZMAEME, HEEEHN, DUBRIERNTXERL.,

1.

2.

18 SmartGene URL £25#&, HERAAFREMEZEER (B4) ,
AEHHEE Add record...”, BIAMERRESHTEIE.

FTH#3T2%, M Spectrum Compact & RI#EARRI M/ .abl 3, SmartGene App Tl FIAERESRIMAE
HEEFY, AHEPRE®RTOFLER, £ER—B0NFY, WERF#TEHENES (EEEF 8275557) (B 5) .

AERNIADPERANENIARSEHELNER, MRFENE, SN EREAIZER, FHHER/MR
S5I¥F%., BIKEDHRIETTRRIT 16S BREMNEMNFEEEM, NFURE,

BHERIZRTH 16S —BU5%, AR 5RM Spectrum Compact BI/RE4.abl XHHREZE SmartGene App
th, i SmartGene MNBREFMNBEEHEEMAEZIZR, IZRBAFPNSRIRIE, BESFINTIERIE.

£ SmartGene TR NEESEHIRETRR—EFS, ZMIEEN SmartGene NAREFRME T RANS,
oEEHTORENYMEE (B6) .

SmartGene BJ&H 16S Centroids SEHIEE (BUMERI 2215578) 8 TETHAARZNENERHEN

RENERMENFT), 16S Centroids ZEHREENMAEIE:

1.

2.

3.

4.

MUEAETREY BLAST 58 ;

5T XM,

MEEELEROE;

HIEREEHMRE, RBTHEHEXMBENMEZEN

#ZE 20234 6 A, 16S Centroids ZEHURERE 7 813 16000 M EAEMEHNSE RS, XLESEFIY
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EETWIE,

MEMARFFIS 16S Centroids FF AEE

HRELE, AP OE SmartGene B 16S Eubacteria SR ETE

RIEEESHNYTPEE, ZHIEEESEY 1,000,000 MEIFHIERIEHNRE.

> Query tool

urlogo!

Applications > Logout

1 Reference Sequences Sample Sequences

P Add record to Private 16S references » Add record to Demo Bacteria
b Search/Modify record in Private 165 references » Search/Modify record in Demo Bacteria
P Delete record from Private 16S references » Delete record from Demo Bacteria

P Search records in IDNS 16S rDNA Eubacteria » Search in
P Search records in IDNS 16S Centroids » search in
P Search records in IDNS rpoB gene Eubacteria

b search

» Search sequence similarity in a sample database

» sample batch upload

P Search sequence similarity in a reference database

» Batch Processing

> Home > Applications > Change password

4. SmartGene Bacteria #&RER

14 Procireader IDNS - ContigDTC_118_165 - B X
File Edit Preferences Heip

1037 Pep:364 Noc1081 1136
1 16-primera_fud-»
118-primerA_reve.
118-ksteia_primerB_M13R<- CTTCOOGOACAAAGTGACAGGTOOTOGCATGOTTOTCOTCAGCTCOTOTCOTGAGATOTTOGOTTAAGTCCCGGGCAACGAGGCOCAAGCCTTIGATTITTIAGTT O

1 16:bstera_primer Mi3F-

C T TCOOOOACAAAGTOACAGOTOOTOGCATO0OTTOTCOTCAGCTICOTOTCOTOAOATOTTOOOT TAAGBTCCGCOCAACOAGCOCAACCCTTOATTTITAGTTO)

[Consensus

CTTCGGGGACAAAGTGACAGGTGGTGCATGGT TGTCGTCAGCTCGTGTICGTGAGATGT TGGGT TAAGTCCCGCAACGAGCGOCAACCCTTGATTTITAGT TG

OX335600 Listeracp Marselle-0B4e t 1 ¢ ggUoacassogtoacaogotoologerstagglttogteglteagetegtotcgtoagatolttogottasgteeccnoecaacpgagegeaacecttigattitaogtty
Prev Search Mode. [ next ] I N

-0

o

EE NN it nplepineaiag Ly Ly
‘CTYCGGGGACAAAGYELCAGGYGGIGCA1Gl‘vfTGTCGTCAECTEGYG'CEIGAG TG T TGGGTTAAGTICCICGCAACGAGCGCAAC ETVGAT‘TVAGI’TE

M\M’VN WWMWWMWM

118 lstana_primar_W13R<-

| L SN NN R Al ey ey
cvrcaeeaAcAAAOVaACAa VOGVGCAYGGTVGVCGYCAGEYcoYo'colGnﬁ

R e 'vm'"'wm"»ww\/wwvm

118-listeria,_primar_M13F->

& i

18 prim gt

8 pilm et e a1agen

118 lutura Bimart_wrsne rra18)

18 Iotens_primerd_ W3¢ 704 sasasen

0X395050 Listes 4 5. Maseite COITds o -

1 e150)
{rer octest_ — ] — = ey 21EI

5. BX h L LA —BFIRER
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Your logo !

.......

Se taset os anism Dist

Prosfeadar apiet not currently loaded.

6. { SmartGene 16S Centroids 2E#EFE#1T BLAST #RNRETE R

LS

AT ERTERBINEITHE, BNAWT ATEERE S LB X MR MENIA DNA (& 3) . FIH
SmartGene 16S Centroids 2Z#iE &, £A1 1€ F A B ERH RO 5 EIRA—EIE R , % Spectrum Compact
CE System £ FER BT, IBEHEANBEEENERNYR, EEERERKTF 99.8% (£4) .

% 3. 16S rRNA ERN FATFEERE ENEARA DR NARRSE

Mz FEERRE [PES XM
RIBFETE EXEMEY A REHHEBNEY RN
SR EZKRE THE BSRY
EEZIREA E=EmEY SFHRFE] REHHBNED RN
SLHERE E=EMEY FHFEI] HEESRY
EDIIERE EZKPAY REMRE BmiSHY
FREAEKE EZKMRME ZFMFE] EREERY

% 4. AFAEES SmartGene 16S BN ERMMELEERE

SmartGene 16S Centroids

—HBUFIIKE

REY (HmBA) (nt) BEN R DS TR FAEENEHE
RIBFHEME 1469 RIBFETE 0 100% 1468
RAFHITE 7
P EFIATE 7
ZHEMAFE 1475 EHEWMTE 3 99.80% 1475
REFSHTE 5
WEtRE AT E 13
TEEIRFERE 1482 LTEEFKRE 0 100% 1482
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A S O 4

SLEEKE 1504 SLEEKRE 1 99.93% 1504
MES=E=F24E 5

BEDIIERE 1504 BEDIIERE 2 99.87% 1504
ZRE/NAKE 21

REBEKE 1500 KEBEKE 0 100% 1497
REEEKE 7

*REFER Centroid FRHIHIEED E — ILEHNfE

wie

ATIEBSHAMAEEL, £K 16SIRNAERNFNIAMY, BRIMNEREZHEMTEEANR, XHEEN
MELEEAkEY. EATHSHTESHAZSHEEEBNAR, EZHESHARNAGZHTER 16S FII/1
Fr2EE., EF 16S ERMET 500 MEER (V1-V3 Xi) UKk V4 K, TERAZEHEMATFEN RS HT
B, BEreNEXEXENFSIER, FB%E 750 LR ZEHALE LAMEE. {X7E 980~1000bp U E L, KGR
MEEBRBER (AvsT; TvsA) . RENBXBENER, BIMKARNTEET EHSHTRMNXHESHMAE,
XRA T ER LR TERBURU A E#HITERESEK RNAEENFHNEEMY,

Zie

ERAEPBD, BMUARE 16SWERF, BRTMAERBITHRMELERNTEMRR A EZNLIEE R, AT HREE
it E EMEMEFDNIHRERE, Promega IREHERIZINEIN FHMBERFAZ, AR SmartGene 12t EH
SN EREATEARER, MABETFIINEERET —MuTHERAR, aETIHERSE.

BMEREA 2N BT A PUEREN) MAETERAT 1500 MERERE, ATFRL 16S £ERE A RIHHE
MTHER, BRITENFSRENANBREISHAM. — ENBHMENERY, XEHLNENTFRRETE
— NIRRT,

SmartGene® Web App TJiESHF MM . abl XEBRARESERNEITRE, THREEAMEL. FEREM
EMEREWAR, RETHENFENERETRFPSZRINERAFTEELY, BEEHRE, BIRERHEY,
B R B R T AN SR S B2 H AL R NS S IR AR BRI R AT E 201,

Want to explore our in-house solution? Email us at genomics@promega.com

For more information about Spectrum Compact, visit promega.com/SampleToAction
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THER
=m ‘ BRS
Spectrum Compact CE System CE1304
ProDye™ Terminator Sequencing System CR4324, CR4302. CR4310
ProView™ Sequencing Software TJ7£ promega.com E#ETE

HEREVE X SmartGene AE OISR, BRXBFHHE

genomics@promega.com

SmartGene® Bacteria web App

Maxwell® RSC 48 Instrument AS8500
Maxwell® RSC Blood DNA Kit AS1400
GoTag® G2 Hot Start Master Mix M7432
ReliaPrep™ DNA Clean-up and Concentration System A2892
Quantus™ Fluorometer E6150
QuantiFluor™ ONE dsDNA System E4871
Wizard® MagneSil® Sequencing Reaction Clean-Up System A1831
S2E Mk

1. Automated Purification of DNA from Bacterial Culture. Application Note. PA743.
2. Automated Purification of DNA from a Single Bacterial Colony. Application Note. PA744.

3. CLSI MM18 Interpretive Criteria for Identification of Bacteria and Fungi by Targeted DNA Sequencing, 2nd
Edition.

4.  Ethanol Precipitation in 1.5ml Microcentrifuge Tubes for Purification of ProDye™ Terminator Sequencing
Reactions. PA716.

5.  Wizard® MagneSil® Sequencing Reaction Clean-Up System for Purification of ProDye™ Terminator
Sequencing Reactions. PA747.

For Research Use only.

GoTaqg, Maxwell and Wizard are registered trademarks of Promega Corporation. ProDye, ProView, ReliaPrep,
Quantus and QuantiFluor are trademarks of Promega Corporation.

SmartGene and IDNS are registered trademarks of SmartGene AG. SmartGene® Bacteria is Copyright
SmartGene AG and protected by international patents, including EP 2,215,578; US 8,275,557.
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